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Introduction — Infeetions a entérocoques
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Escherichia co&j\
Staphyiocgu'%us aureus
Ente{i&‘occus faecalis

<g@%ua‘mrnmflas aeruginosa
Klebsiella pneumoniae
Staphylococcus epidermidis
Enterobacter cloacae
Proteus mirabilis
Clostridium difficile
Candida albicans

Enterococcus faecium

n % Ic95% \e‘a
904 2359 [21 3{@3 37]
601 13,83 [1&9 15,41]
288 4,50 6‘?5 41-7,52]
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Introduction — Registance au LZD
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Introduction — Régistance au LZD
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Déterminant poxtA
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Table 1. Arllgg&mbiul susceptibilities of 5. aureus, E. faecalis and E. coli strains carrying a cloned cop%qﬁhe poxtA gene Q’c‘,{,\“\
_ i &
& MIC (mg/L) K-‘\(\'” -\é&
¢ & £
c,,-\‘ef’ ~ S.aureus® E. faeca!isé"\\Qz Red E. col® (&Q
8‘0{& RN4220 RN4220 JH2-2 Q@‘:‘\ JH2-2 Mach1™T1% Mach1™T1% é‘?’
& Antibiotic _ (pMU-poxtA) (pPMU-E) (PMU-poxtA) & (pMU-E) (pMU-poxtA) (pMU-E) ,000
.;b« Linezolid 2 w2 |1 4 (\6‘6 x4 1 1024 256 oa,\)('
\q9 Tedizolid 0.5 £ _pas xS 0.25 — - &
s Chloramphenicol 8 4 3F 4 32 8 8
& Florfenicol 16 X8 5 16 X8 128 x 16 &
Tigecycline 0.25 0.25 & 025 . 0.25 1 1)
Tetracycline 0.25 X2 |o012s o& 0.25 X2z __ 0125 2 x4 &Fos
Doxycycline 0.25 0125 0125 <0.06 8 & 2
& &
Susceptibilities of the same strains carrying the emplf plasmid vector are also reported for comparison. The MIC meosuremerg‘)b\mere performed in
triplicate and results were fully reproducible, with,\dn discrepancies. <0
“The MICs were evaluated in medium supple ed with 50 mg/L erythromycin for plasmid maintenance. %
PThe MICs were evaluated in medium supplggnented with 2 mg/L erythromycin for plasmid maintenance. ,-19'\’
“The MICs were evaluated in medium sugfsﬁmented with 100 mg/L erythromycin for plasmid maintenance. d?\
N S
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Q@“ D’aprés Antonelli A et al., JAC. 2018
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Reésultats — Prevakence de poxtA
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