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Objectifs &

Quel apport des“ methodes rapides ?
oUnyver@’(® (Curetis)
o OuyF d ajustement traitement probabkkfste
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Meéthode
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Etape de lyse /gur|f|cat|on ADN
8 chambres@e PCR multiplexes
PCR en p@lnt final

Deteéﬁon amplicons
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Enterococcus faecalis vs Enterocog€us spp
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Pas anaérobies stricts (hors Cegacnes)
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Citrobacter koser//freund/('.)@

Proteus spp

Universal Bacteria

“ RESISTANCE AGAINST
l aac(6)aph(2”) Aminoglycoside I

Gram-positive bac-
teria

&

Streptococcus agalactiae

Streptococcus pneumoniae

Streptococcus pyogenes/ dys-
galactiae

Enterococcus spp.

Enterococcus faecalis D)

Listeria monocytogenes
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Enterobacteriaceae
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Citrobacter freundii’koseri

Escherichia coli

Enterobacter cloacae complex
Enterobacter aerogenes
Klebsiella oxytoca

Klebsiella pneumoniae ¢/

Klebsiella variicola

Proteus spp.

Serratia marcescens )
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Non-fermenting
bacteria

other Gram-

Acinetobacter baumannii com-
plex

Pseudomonas aeruginosa
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Stenotrophomonas maltophilig)'\

Haemophilus influenzae \{9

negative bacteria Naisseria meﬂh@'?’@};&
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Corynebacteriaceae Coryneba;@ﬂf‘n' spp
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Anaerobic bacteria Pm@?‘%acrerium acnes
Mycobacteniaceae Mycobacterium spp.

Staphylococcus aureus ermA Macrolide/Lincosamide
Coagulase negative mecA Oxacillin

Sapivcoes mecC (LGA251)  Oxacillin
Streptococcus spp. = Vancomycin
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aacA4 Aminoglycoside
T . Ui o

ctx-M 3rd generation Cephalosporine
xe
kpc Carbapenem b,\&
imp Carbapenem ‘g}
ndm Carbapenem ,&Q
oxa-23 Carbapenem <
oxa-24/40 Carbapene%el
oxa-48 Carbap@n
oxa-58 @enem
vim &rbapenem
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Aspergillus spp.
Candida spp.
Candiida albicans
Candida dubliniensis
Fungi )
Candida glabrata

l.orientalis (C.krusei)

Candida parapsilosis

Candida tropicalis N
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5 Répartition bactéries
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Résultats: identificaﬁ%n
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Résultats : identific&affon en situation de mélange
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55 cas (85%) caracter%eﬁolymlcroblen mis
en évidence dans Ia@P‘éponse automate
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Résultats : détectigﬂéﬁ'ésistance
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Résultats : détectiqefresistance, hemocultures simulées
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= 30 hemocultures pogﬁncrobmnnes simulees

Type de

Nb.de

Type de résistance (n)
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Résultats : impact p@fe ntiel sur prise en charge
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Discussion - conclus?on
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" Des résultats eg@ourageants

3 Documentgﬁon rapide des bactériémies polym|crob|ennes
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