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Introduction: CNRCH activities

&Q}Q’Q Stool Blocs{\g. Others Total

Cdejuni 5 399 <& 64 12 5 475
& coli 888 & 11 1 900
> C. fetus 39 L 49 5 936@

A. butzleri 78 & 0 0 B

C. lari 16 3 0 »19
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Introduction: invasive isolates

&Q}Q’Q Stool Blocs{\g. Others Total

Cdejuni 5 399 & 64 117% 12 5 475
& coll 388 &1 1 900
*C. fetus 39 & 49 527% 5 93

A. butzleri 78 & 0 0 &

C. lari 16 3 0 19

C. upsaliensis & 1 0 & 8

A. cryaerophilus ST 0 0 & 7

Helicobacter spp &1 3 0 & 4

Other Campylobacter o 6 2 3 11

Unknown & 407 7 & 415

P S
<& 8%
Total & 6 848 140§ 22 7010
& N
& ©Q§J
s

17 janvier 2019 / Titre de votre présentation



Introduction: invasive isolates

Ratio invasive C. jejuni
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Introduction: scurce attribution for C:jejuni

)

-» MLST based studies identifyoeéf%icken as the main reservoir

&
PLoS One. 2013 Mow 14:8(11):e81796. doi: 10,137 1/journal. pone.0031736. eCollection 7@‘5
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Source attribution of human Campylobacter is‘g]%tes by MLST and fla-
typing and association of genotypes with q@@q’olone resistance.
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Introduction: MLST limits
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Introduction: scurce attribution for C:jejuni

13% 24% &

- Whole-genome bag;%d (15 markers) study identifies a roleﬁor ruminant

SciRep. 2018 Jun 12:5(1 38305, doi: 10.1038/541588-018. %&

Ruminant and chicken: impo X sources of campylobacteriosis in

France despite a variation urce attribution in 2009 and 2015.
Thépault A™2, Rose V', Quesne 87, Po Qara T, Béven V2, Hirchaud E2, Touzain F2, Lucas P2, Méric G*, Mageiros
L%, Sheppard SK*® Chemaly W', Riged K.
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Facts and aims

- Incre@Smg numbers of invasive C. jejuni
> Atgntbutlon studies based on non-invasive C. jejuni
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Material, reservolir strains
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Material. clinicai strains (n=316)

- 118 Fren@h clinical strains previously published
- 198 F\ﬁench clinical strains newly sequenced (lllumina NextSeq500)
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Material: newlv sequenced clinical strains

- 198 stra,lgss newly sequenced strains
) L@?ary prep (Nextera XT DNA Library Preparation Kit- lllumina)
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Material: newlv sequenced clinical strains

- 198 S'[I‘&I@‘S newly sequenced strains (Helixio)
) f|Igﬁat|on of contigs (in-house script — CNRCH)
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Material. dataset
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Plain circles = French isolates
Empty circles = World isolates




Methods

- 15 host-s{e@regatlng markers

Appl Environ WUblol 2017 Mar 17;83(7). pii: e03085-18. doi: 10.1128/AEM_03083-16. Print 2017 Apr 1.

N
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Resultsy self attiibution
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Results: source attribution of recent French 1solates

(2014-2016)
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Resultsy.source attribution.of non invasive strains
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Resultsy source attributionZof invasive strains
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Conclusion for hon Invasive strains
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Conclusion for invasive strains
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