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Presentation of the stud\\@e‘&

5 Aim_of the study: Determination of the prevalence of
<& colistin resistant strains among 4 different pig farms in

& France
- Bourgogne area between march and may 2016 &
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Results

15/35 MCR-1 (+) One unique clone
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35 ColR strains

8/35 MCR-5 (+) One unique clone
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Results

PS1: MCR-1 (+) Q,D&Q’

-MIC colistin : 8 k,;g?ml
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ST5409

-mcr- J,bﬁnto a ca. 200 kb IncHI2
corgfﬁgatlve plasmid
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®-Co-resistance : sulphonamides &
Sulfomethoxazole/Trimethoprim a@ﬁ"
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PS8b: MCR-5 (+)

-MIC colistin : 4 ug/ml @
-ST5786 R o
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-mcre -8 onto a non-conjugative plasmid
(tl;aﬁsferred by Kieser extraction) &
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—Co resistance : sulphonamldeg?:»
SuIfomethoxazole/Trlmethop?lm and
amoxicilline o



Results: plasmid analysis (mcr-5

-E. coli-PS8b Frang§>‘32°616 : small plasmid ca. 6kb
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-Sanger sequggﬁfng by PCR walking
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-Igsertion of mcr-5 : pKP13 backbone (2,5 kb)
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-Full plasmid : 6268 nt ébc;@‘)
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Results: plasmids an alyses
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Results: plasmids an alyses
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Results: plasmids @-e alyses
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-Insertion of the cassette in the plasmid backbon@"pKPlSa (accession number NZ_CP003996. l:)‘
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Results: plasmids an alyses
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the original cassette. & TIRR GGGGACGGTAGAGARRACGGACAARMATCGTACGCTAAGCA
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MITE : Miniature Inverted-Repeated Tansposable Elements

&
Qzef}
(@\
@“’Q
é@
(\
2;9‘ FLml\mg, Flanking
&Q sequence MITE sequence
| 0&'6 r = S B = e {-JZIY = A |
'5\ 50 nt ' 50~-800 nt ”* 4 50 nt
— J J
& V/ 0 b
© &
&0 - > ’ Q’o \ A )
5 <
q)ﬂdb L ,Ie(o 2
\qp\’ Terminal i i Serted repeat(TIR)
Qx(y‘ @ l() ni
©
l..@:gcl site duphcanon &
.Ac.:\o 7 l() 1i {Qf’e
l %Q}A &O{CD
& 5
. 6(@ «0\)
-Non-autonomous mobile element 6& P
«O \’L
-Need the presence of a transposase\ffﬁ trans able to recognize bothTIRs (TIRR an@“TIRL)
&
Q}

©




Results: mobilizatiegn mechanism of mcr-5
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Results: mobilizatien mechanism of mcr-5
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Results: mobilizatien mechanism of mcr-5
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RZ211: GmR
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& J53: AzideR

& &
RZ211 : GmR + COLR + CHLR + &RIPR &
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@«o\* Selection on COL (1 pg/ml) Azide ({80 pg/ml) and Gm (8 pg/ml)
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Procedure: Verification of the transposants
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-Putative transposant should bge‘QCHLS AMPS, AzR, ColR and GmR
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-PCR reactions using external primers were peﬁbrmed in order to amplify the msertlon s;tes and primers on
the pOX38 plasmid
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